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A B S T R A C T   

Background: A cellular senescence-centric understanding of biological aging and age-related disorders is rapidly 
gaining attention. As such, efforts are underway to identify geroprotectors for alleviating some of the deleterious 
effects of cellular senescence in aging and disease. In this regard, bioactive nutritional elements are emerging as 
potential candidates that can directly or indirectly influence the different aspects related to the development and 
progression of cellular senescence and thus impact longevity. 
Methods: A detailed literature review of functional foods and dietary bioactive components including phyto-
molecules, probiotic bacteria, omega-3-fatty acids, vitamins, and promising healthy aging diets was conducted 
using the descriptors ‘cellular senescence’, ‘aging’, ‘cellular stress’, ‘inflamm-aging’, ‘senolytics’, ‘senomorphics’, 
‘immunotherapy’, ‘nutrient signaling’, and ‘gut microbiome’ through specialized databases. 
Results: Bioactive food components can suppress chronic intrinsic and extrinsic cellular stressors, selectively 
ablate senescent cells (SC), alleviate the inflammatory phenotype of SC, and also target cellular nutrient signaling 
pathways to prevent the deleterious effects of cellular senescence. In addition, integrative and novel anti-cellular 
senescence applications of bioactive food components mediated by interactions with the gut microbiome and 
modulation of the aging immune system are also emerging. Moreover, healthy diets characterized by increased 
carbohydrates/protein ratio have been shown to attenuate the markers of senescence and alleviate multi-
morbidities in clinical studies. 
Conclusions: Despite limited clinical data, there is a rational basis for considering functional foods as premiere 
anti-cellular senescence candidates. Future research on dietary modulators of aging should be considered within 
the purview of cellular senescence for truly comprehending the impact of nutrition on human longevity.   

1. Introduction 

One of the most enduring philosophical and scientific mysteries of 
life is why and how we age and whether the age-associated deleterious 
effects on health can be controlled. As such, several different theories 
have been put forward to explain the multifaceted, heterogenous, and 
stochastic process of aging [1]. Today, it is generally accepted that aging 
is the culmination of time-dependent cellular and molecular damage 
that ultimately manifests as the familiar age-associated macromolecular 
phenotype [2,3]. However, a better understanding of the cellular and 
molecular pathways that drive the aging process is necessary to reduce 
the burden of age-associated multimorbidities and improve the lifespan. 
In this regard, nine different ‘hallmarks of aging’ were identified which 
together represented the common denominators of organismal aging 
[4]. Amongst these, the process of cellular senescence is arguably 
emerging as one of the most investigated and accepted explanations of 

biological aging and age-related diseases [5]. Cellular senescence is a 
physiological stress response of mammalian cells that results in the 
development of SC with distinct physical, molecular, and metabolic 
signatures [6]. SC play a direct role in the pathogenesis of age-related 
disorders and decreased healthspan thereof [7], while removal of SC 
result in improved organ functions and enhanced healthspan as well as 
lifespan [8,9]. Moreover, cellular senescence can better integrate with 
other hallmarks of aging, especially macromolecular damage and DNA 
damage response, thus suggesting that understanding and targeting 
cellular senescence is a promising approach to comprehend biological 
aging and its deleterious consequences [10,11]. 

Plant, animal, and microbial food-based nutrients are an integral 
part of human health which not only provide nourishment but are also 
critical in the prevention and treatment of diseases [12]. ‘Functional 
foods’ is an umbrella term that describes different foods or their 
bioactive ingredients which provide specific health-beneficial effects on 
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consumption beyond their nutritional value [13]. Although the human 
lifespan has significantly increased in the past century owing to ad-
vances in medicine and lifestyle; the healthspan could not keep up the 
pace. Thus, while enhancing the lifespan may be a long-term goal; the 
healthspan must also be parallelly improved to maintain the quality of 
life [14]. However, aging itself is not a disease and as of now it cannot be 
eliminated or cured, but rather can only be managed. It is therefore 
conceivable that developing long-term preventive strategies which can 
help preserve cellular functional homeostasis in the wake of chronic 
stressors, can ultimately prevent or delay the onset or aggravation of 
age-related inflammatory pathologies and thus the aging phenotype. 
Functional foods and nutraceuticals represent a viable approach in this 
regard and thus not surprisingly, a novel discipline called ‘nutriger-
ontology’ has been envisaged to study the interrelationship between 
nutrition and aging [15,16]. In particular, a focus is now on the iden-
tification of nutritional geroprotector compounds that can alleviate the 
deleterious effects of aging both at the cellular and organismal level 
[17]. In the present paper, I intend to apprise the readers regarding the 
significance of cellular senescence in the aging process and then discuss 

evidence of how bioactive components present in foods can manage the 
different facets of cellular senescence. I also present a perspective on the 
emerging molecular targets of cellular senescence which could be useful 
for identifying novel nutraceuticals. 

2. Cellular senescence in aging and disease 

Cellular senescence was first discovered in fibroblast cells wherein it 
was demonstrated that proliferating mammalian cells have a finite 
replicative lifespan in vitro and thus are replicatively distinct from 
cancerous cells [18]. Recent studies have shown that cellular senescence 
is also active in non-proliferating post-mitotic cells such as car-
diomyocytes [19], neuronal cells [20], and muscle cells [21] thereby 
suggesting a more comprehensive role of cellular senescence in the 
aging process than previously realized [22]. It is now understood that 
cellular senescence is a stress response mechanism that can be initiated 
in cells by exposure to a variety of cell intrinsic and extrinsic factors 
(Fig. 1). Three broad categories of cellular senescence are defined based 
on the type of induction: replicative senescence (telomere attrition), 

Fig. 1. Schematic illustration depicting the 
development of cellular senescence and its 
deleterious effects during aging. 1. Accumula-
tion of chronic stressors and loss of stress 
response capacity overwhelms the cellular 
redox and metabolic homeostasis. 2. Persistent 
cellular stress result in macromolecular damage 
and organelle dysfunction leading to the in-
duction of DNA damage response. 3. Accumu-
lating macromolecular damage causes 
activation of cell cycle inhibitor pathways and 
the induction of cellular senescence. 4. In the 
presence of continued stress, the SASP de-
velops, and ultimately cells acquire the com-
plete phenotype characteristic of senescent 
cells. 5. Gradually, senescent cells start accu-
mulating in tissues due to processes yet unclear, 
but likely to include phenomenon such as 
impaired immunosurveillance. 6. Ultimately, 
the increased senescent cells burden accompa-
nied by the paracrine effects of the SASP, 
induce a pro-inflammatory and pro- 
tumorigenic environment in nearby healthier 
cells thereby causing tissue damage and pre-
disposition to age-related diseases.   
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oncogene-induced senescence (activation of oncogenes), and genotoxic 
or oxidative stress-induced senescence [18,23,24]. However, it may be 
noted that the different types of cellular senescence are not mutually 
exclusive and cells may exhibit a senescent phenotype depending upon 
the type of stressor. Moreover, regardless of the different triggers of 
cellular senescence, SC are invariably accompanied by impaired mito-
chondrial functions, increased intracellular reactive oxygen species 
(ROS) production, oxidative stress, and activation of DNA damage 
response suggesting close molecular interlinks [25,26]. Besides, it has 
also been observed that oxidative stress can directly accelerate the 
fundamental cell-intrinsic stressor, i.e., telomere attrition, suggesting 
that oxidative stress-induced macromolecular damage may be a com-
mon denominator of the observed physiology of cellular senescence in 
different experiment settings [27,28]. Ultimately, depending upon the 
severity and persistence of the stress and cellular damage, cells may 
either enter cellular senescence (chronic stress) or apoptosis (acute 
stress), although the exact mechanisms, as well as the evolutionary 
significance of these cell fates, are still debatable [29–31]. 

SC are morphologically and physiologically distinct and are char-
acterized by irreversible cell cycle arrest due to the activation of p53/ 
p21WAF1 and/or p16INK4a/pRb pathways, DNA damage, chromatin 
remodeling, cellular hypertrophy, activation of SA-β-gal activity, altered 
metabolic and energetic pathways, resistance to apoptotic signaling, and 
redox stress, while late SC also exhibit characteristic secretion of a 
milieu of cytokines and growth factors called senescence-associated 
secretory phenotype (SASP) [32,33] (Fig. 1). It is crucial to consider 
that SC occur naturally and their presence per se is not considered of 
pathological significance since SC are critical for processes such as 
wound healing [34] and embryonic development [35]. The association 
between cellular senescence and aging was first realized when it was 
observed that SC accumulate with age in various tissues [36]. Recent 
research has shown that SC turnover not only decreases with time in the 
tissues of both animals and humans; the rate of SC accumulation is also 
tissue-dependent and non-linear which exponentially increases with 
advancing age [37–39]. This increase in tissue SC burden is significant 
and may drive organ dysfunctions as demonstrated in studies wherein 
transplantation of SC into healthy tissues induced disease-like condition 
and augmented the aging phenotype [40,41]. The specific reasons 
behind the apparent age-related accumulation of SC are not yet clear 
and may be related to the immune system. Cells of the immune system 
such as natural killer (NK) cells, macrophages, and CD8 T cells chemo-
tactically respond to the inflammatory cytokines released by the SASP of 
SC and then recognize SC via specific immunogenic ligands which ul-
timately leads to immune cell-mediated cytolysis of SC [42] (Fig. 1). 
However, with advancing age, the immune system undergoes charac-
teristic age-related dysfunctions collectively called immunosenescence, 
that may compromise the ability of immune cells to effectively clear SC 
[43]. Indeed, it was observed that impaired immunosurveillance due to 
defects in cytolytic properties of immune cells resulted in an increased 
accumulation of SC and inflammatory disorders in vivo [44]. Further, a 
recent study demonstrated that senescent immune cells are a causal 
determinant in driving the increased SC burden in tissues with aging 
[45]. It is thus not surprising that targeting immune cells for promoting 
efficient clearance of SC is rapidly emerging as an anti-aging strategy 
[43]. 

Age-related disorders are the main causes of morbidity and mortality 
in the elderly [46]. Accumulating data indicate that SC are directly 
associated with numerous yet pathogenetically distinct diseases sug-
gesting that SC may be common drivers of organ dysfunctions and the 
diseased phenotype [47]. Recent discoveries have shown that SC are 
involved in the development of age-related disorders such as diabetes 
[48], cancer [49], obesity [50], pulmonary fibrosis [51], renal diseases 
[52], cardiovascular diseases [53], reduced tissue regenerative capacity 
[54], neurodegenerative diseases [55], metabolic dysfunction [56], 
hepatic steatosis [57], osteoarthritis [58], sarcopenia [59], and in-
fections [60]. Conversely, removal or delayed development of SC confer 

decreased inflammatory stress, improved organ functions, attenuation 
of severity and progression of several age-related pathologies ultimately 
resulting in increased lifespan [47,61]. The role of SASP secreted by SC 
is of particular significance in the context of aging and disease. As SC 
steadily increase in tissues with age, the chronic presence of SASP can 
induce a pro-inflammatory and pro-tumorigenic environment which 
directly correlates with increased risk of inflammatory disorders in the 
affected tissues [62] (Fig. 1). Indeed, a recent study showed that SASP 
factors are positively correlated with chronological age and age-related 
health deficits in humans [63], while SASP from senescent fibroblasts 
promoted diseases such as cancer [64] and atherosclerosis [65]. More-
over, the pro-inflammatory nature of SASP appears to be associated with 
the phenomenon of inflamm-aging in elderly [66]. Inflamm-aging is a 
chronic, sterile, low-grade inflammatory state that ultimately contrib-
utes to the pathogenesis of age-related disorders [67,68]. Although the 
exact sources of inflamm-aging are yet unclear, however, SASP secreting 
SC as well as the aging innate immune cells are considered as potential 
candidates [69,70]. Taken together, it is reasonable to assert that 
age-related accumulation of SC is emerging as a single unifying factor 
underlying the process of aging as well as age-related disorders and thus 
signifies its therapeutic importance. 

3. Management of cellular senescence: functional foods lead the 
way 

Given the critical role of cellular senescence in aging and diseases, 
different strategies aimed at regulating the development of SC and SASP 
are increasingly becoming apparent [71] (Fig. 2). In modern times, a 
balanced nutritious diet and regular exercise are considered the most 
influential epigenetic factors that can augment healthy aging [72,73]. 
Numerous studies in animals and humans have demonstrated that 
consumption of foods rich in bioactive ingredients as well as specific 
probiotic bacteria can suppress cellular oxidative damage, improve 
organ functions, decrease mortality, and augment healthspan and life-
span [74–81]. Besides, functional foods and natural bioactive food in-
gredients have been consumed for centuries with little or no side effects 
and thus are ideal for long-term strategies necessary for attenuating 
chronic cellular stressors-mediated development of SC, SASP, and 
inflamm-aging [82–85]. I now deliberate various known and emerging 
nutrition-based targets and strategies for attenuating the effects of 
cellular senescence. 

3.1. Major known nutrition-mediated anti-cellular senescence targets 

3.1.1. Redox control and targeting cell cycle inhibitors 
Deregulated ROS production and inflammatory stress can accelerate 

premature aging while the maintenance of cellular redox homeostasis 

Fig. 2. Strategies and targets for the alleviation of cellular senescence 
and SASP. 
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and mitochondrial functions can strongly delay the onset of cellular 
senescence [27]. In this regard, it has been reported that organismal 
stress response capacity declines with age [86] which can be correlated 
with an increase in systemic age-related oxidative stress [87]. Notably, it 
was also demonstrated that increased oxidative stress burden can 
directly accelerate the development of cellular stress granules and 
establish a senescence program in different cells [88,89]. Further, it was 
reported that in the kidneys of mice deficient in antioxidant enzymes 
(Sod1− /− ), a significantly increased oxidative damage accompanied by 
accelerated development of SC and SASP was evident thereby conclu-
sively indicating the pivotal role of cellular redox system homeostasis in 
regulating cellular senescence-associated premature aging [90]. Nutri-
tional status can be of particular importance in this context as several 
studies have shown that consumption of functional foods rich in po-
tential nutraceuticals can improve systemic antioxidant capacity, alle-
viate oxidative stress and thus promote healthy aging in humans 
[91–95]. Indeed, numerous in vitro studies have demonstrated that 
bioactive components present in food can suppress multiple aspects of 
cellular senescence in varied cell types [96] (Fig. 3). For instance, we 
and others have previously observed that the bioactive green tea 
component epigallocatechin gallate (EGCG) can suppress the develop-
ment of stress-induced premature senescence as well as replicative 
senescence characterized by decreased oxidative and inflammatory 
damage, and the inhibition of cell cycle inhibitors [97–99]. Similarly, 
resveratrol, another strong antioxidant, attenuated the stress-induced 
induction of cellular senescence in fibroblasts [100,101], nucleus pul-
posus cells [102], endothelial cells [103], adipose stem cells [104], and 
mesenchymal stem cells [105]. The phytochemical quercetin has also 
been shown to protect against cellular senescence in fibroblasts [106, 
107] while the alkaloid berberine can ameliorate cellular senescence 
through the regulation of cell cycle inhibitors [108]. In addition to pure 
phytomolecules, studies have also identified medicinal plant extracts 
rich in potential nutraceuticals with anti-cellular senescence attributes 
mediated by improved redox homeostasis [109–111]. Similarly, marine 
omega-3-fatty acids [112], vitamin E [113], vitamin C [114], and 
minerals such as zinc [115] have also been implicated in the mitigation 
of stress-induced cellular senescence in vitro. Few in vivo studies have 

also demonstrated that consumption of bioactive food ingredients can 
reduce oxidative stress and SC burden. It was observed that resveratrol 
can attenuate high fat diet-induced oxidative stress and the development 
of vascular cell senescence by regulating Sirt1 expression in Wistar rats 
[116]. Similarly, quercetin has been shown to suppress the markers of 
high fat diet-induced cellular senescence in murine kidneys [117]. We 
have also observed that chronic consumption of EGCG across murine 
lifespan alleviated several deleterious aspects of cellular senescence in 
multiple animal tissues [118]. Together, there is reasonable evidence to 
consider that functional foods can protect against oxidative 
stress-induced cell injury and premature senescence, and clinical in-
vestigations into these observations are presently being envisaged 
[119]. 

3.1.2. Senolytics and senomorphics 
One of the causes for the prolonged persistence of SC in tissues is 

their ability to resist apoptotic cell death due to the deregulation of anti- 
apoptotic and pro-apoptotic pathways. It has been demonstrated that 
targeted apoptosis of SC can attenuate age-related dysfunctions sug-
gesting that strategies that can selectively remove SC are of considerable 
interest in reducing SC burden with age [120]. Natural and synthetic 
compounds, called ‘senolytics’, have been identified which can specif-
ically ablate SC by inhibiting anti-apoptotic pathway (Bcl-2), and 
emerging early clinical trials are showing promising results of senolytics 
in improving age-related morbidity and mortality [121] (Fig. 3). The 
flavonoid quercetin was the first natural compound that showed seno-
lytic potential [122], and since then, quercetin, in combination with the 
drug dasatinib has been identified as a potent senolytic recipe [123]. 
Recent studies have demonstrated that senolytic treatment with quer-
cetin and dasatinib can decrease the numbers of SC, improve physical 
capacity, reduce SASP related pathologies, attenuate age-associated 
diseases such as obesity and lung fibrosis, and augment lifespan in ro-
dents as well as humans [61,124–127]. In addition, few other dietary 
compounds such as tea catechin EGCG [97], flavonoid fisetin [128], 
alkaloid piperlongumine [129], curcumin [130], and olive-derived 
polyphenols [131] have also shown moderate senolytic attributes, and 
active research is currently underway to identify novel natural 

Fig. 3. Overview of functional food compo-
nents mediated management of different as-
pects of cellular senescence. Bioactive food 
components can suppress redox stress, improve 
antioxidant capacity, alleviate SASP, modulate 
nutrient signaling pathways and improve the 
gut microbiome dysbiosis which may collec-
tively reduce the senescent cell burden and se-
nescent environment. In addition, bioactive 
food components can also alleviate immunose-
nescence and can directly ablate senescent cells 
through senolytic effects.   
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senolytics [132]. 
Despite their initial promising results, senolytics mediated global 

destruction of SC may have a downside as well since SC are also 
important in regulating processes such as tissue injury. In this context, 
we do not yet truly understand the ramifications of targeted SC removal 
on different physiological processes. As a result, perhaps it is more 
relevant to identify agents called ‘senomorphics’ that can alter the 
phenotype of SC by interfering with SASP and inflammatory pathways 
so that the deleterious paracrine effects of SC can be controlled. Given 
the known diverse antioxidant and anti-inflammatory attributes of 
various food ingredients; natural dietary compounds have been identi-
fied with the potential to alter SC phenotype but without cytolytic 
properties. An earlier study showed that plant flavonoids can suppress 
the SASP in senescent fibroblasts by targeting NF-κB and IκBζ signaling 
pathways [133]. Since then, several recent reports have demonstrated 
that phytomolecules such as EGCG [134], resveratrol [103], lycorine 
[135], alkaloid avenanthramice C [136], plant extracts rich in bioactive 
components such as Indian Hedgehog [137], and Nephelium lappaceum 
[138] as well as probiotic bacteria metabolites [139] can act as seno-
morphic agents by attenuating SASP and oxi-inflammatory stress 
through the inhibition of regulatory transcription factors and enhanced 
antioxidant defences. In addition, we observed that tea catechin EGCG 
can also protect immune cells from SASP-induced premature senescence 
ex vivo thereby suggesting that EGCG can help preserve immune func-
tions during exposure to a chronic SASP environment [140]. 

3.1.3. Targeting nutrient-sensing longevity pathways 
Nutrients are essential for appropriate cellular functions and growth. 

While excess nutrients result in anabolic cellular processes such as 
protein synthesis, a lack of nutrients stimulates catabolic functions such 
as autophagy to provide energy. These critical functions are regulated by 
coordinated interactions between various evolutionarily conserved 
nutrient signaling pathways. Interestingly, some of the nutrient sensors 
are also strongly implicated in organismal aging and longevity [141]. 
Examples of these nutrient-sensing longevity pathways include the 
mechanistic target of rapamycin (mTOR) pathway [142], sirtuins 
enzyme family [143], and insulin/IGF-1 signaling pathway [144]. 
Although the exact reasons underlying the relationship between 
nutrient-sensing pathways and organismal aging are yet unclear; it has 
been established that these pathways are impaired with age and that 
their molecular targeting can positively increase organismal healthspan 
and lifespan [145]. Unsurprisingly, the process of cellular senescence is 
also accompanied by deregulated nutrient signaling. This is because SC 
are under persistent stress and their metabolic profile is different from 
normal cells characterized by increased glycolysis and upregulated 
redox stress [146], enhanced mTOR activity [97,147], upregulated 
insulin/IGF-1 signaling [148,149], and suppressed sirtuins activity 
[150]. Moreover, there is evidence that pharmacological targeting of 
these nutrient signaling pathways can counter the different facets of 
cellular senescence (Fig. 3). The mTOR pathway coordinates eukaryotic 
cell growth and metabolism by enhancing anabolism and suppressing 
catabolism through the regulation of fundamental processes such as 
protein synthesis and autophagy [151]. SC are metabolically active and 
show upregulated mTOR activity which stimulates cell growth, but since 
SC cannot divide any further, the net result is cellular hypertrophy and 
strained redox processes because of excess metabolites and loss of 
autophagy [151]. It has been demonstrated that inhibition of the mTOR 
pathway is associated with anti-cellular senescence effects of various 
bioactive dietary components such as EGCG [97,134], resveratrol [152], 
berberine [153], curcumin [154], as well as probiotic bacteria metab-
olites [139]. Similarly, spermidine, an endogenous as well as 
plant-derived polyamine, has been shown to suppress mTOR signaling 
and augment autophagic response resulting in improved stress response 
and the inhibition of cellular senescence [155,156]. Sirtuins are a family 
(Sirt1-7) of nicotinamide adenine dinucleotide (NAD+) consuming en-
zymes that are another major nutrient sensor involved in regulating 

organismal lifespan and health. Sirtuins enzyme activity (especially Sirt 
1) decrease in SC [150,157], and inhibition of sirtuins promotes pre-
mature senescence in different cells [158–160]. Moreover, the coen-
zyme NAD+, which is essential to sirtuin activity, also steadily declines 
with age resulting in further reduced sirtuins activity [161]. It is thus not 
surprising that upregulation of sirtuin expression or NAD+ levels is 
associated with the inhibition of cellular senescence and enhanced 
lifespan. The pro-longevity attributes of few putative nutraceuticals 
have been attributed to increased sirtuins activity. Studies have shown 
that probiotic bacteria consumption can improve the healthspan and 
attenuate the severity of age-associated diseases by stimulating sirtuins 
activity [162–164]. Interestingly, a novel strain of probiotic bacteria 
Lactobacillus acidophilus NCFM with the ability to synthesize sirtuins was 
also identified suggesting potential role of microbial enzymes in sup-
plementing sirtuins deficiency [165]. Similarly, phytomolecules such as 
resveratrol [166], EGCG [167], berberine [168,169], and curcumin 
[170] can also modulate sirtuins activity with age. Notably, it has also 
been observed that resveratrol can directly induce NAD+ synthesis by 
stimulating activity of the NAD+ synthetic enzyme nicotinamide 
mononucleotide adenylyl transferase thereby replenishing the 
age-related decline in NAD+ levels and sirtuins function [171]. Activa-
tion of another nutrient sensing pathway insulin-IGF1 regulates organ-
ismal longevity through the suppression of FOXO transcription factors 
which are otherwise required for autophagy induction, apoptosis, redox 
stress and longevity extension [172]. It has been observed that probiotic 
bacteria, polyphenols as well as medicinal plant extracts can modulate 
insulin-IGF1 signalling resulting in enhanced oxidative stress response, 
improved autophagy and enhanced lifespan [173–180]. Taken together, 
it is evident that nutrient signalling longevity pathways are critical to 
the maintenance of cellular senescence, and identification of potential 
nutraceuticals targeting these pathways represent a promising 
anti-cellular senescence strategy. 

3.2. Emerging anti-cellular senescence targets of bioactive food 
components 

3.2.1. Gut microbiome modulation 
The gut microbiota is rapidly evolving as a critical regulator of 

several facets of human health. Recent advances suggest a strong cor-
relation between age-dependent changes in the composition of the gut 
microflora (gut dysbiosis), the development of chronic age-related dis-
orders, and decreased lifespan [181,182]. Gut microbial secretory me-
tabolites such as short-chain fatty acids (SCFA), amino acids, and 
polyamines are crucial in this regard due to their potent 
anti-inflammatory and anti-oxidative attributes as well as the ability to 
act at sites distal to the gut through peripheral circulation [183–185]. 
Evidence is emerging of an intricate relationship between the gut 
microbiome and cellular senescence [186]. For instance, it has been 
shown that altered gut microbiota components can contribute to SASP 
mediated inflammation and development of liver cancer [187] as well as 
the augmentation of immunosenescence [188] thereby suggesting that 
age-associated changes in the gut metabolome can promote the senes-
cent environment. On the other hand, certain bacterial metabolites can 
also suppress premature stress-induced cellular senescence and SASP 
indicating that maintaining a healthy gut microflora dominated by 
commensal microbes may favourably affect the gut metabolome and 
prevent senescence [139,189]. Moreover, similar to other tissues, cells 
of the gastrointestinal tract also undergo cellular senescence and exhibit 
increased SC accumulation and SASP with age [37]. This 
senescence-associated tissue environment can impair immune responses 
in the gut and ultimately augment inflammatory disorders such as colon 
cancer [190]. Together, it is reasonable to assert that age-related alter-
ations in the gut microbiota, development of cellular senescence, and 
senescence-associated diseases may be interlinked suggesting that stra-
tegies aimed at the maintenance of either of these factors may have 
mutualistic effects. 
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The gut microbiota is the first to interact with dietary components 
before the metabolites are assimilated into circulation. Nutritional fac-
tors, especially poorly absorbed compounds such as complex phyto-
molecules, are subject to extensive microbial biotransformation in the 
gut resulting in qualitative and quantitative changes in the metabolite 
profile [191,192]. It has also been observed that microbial fermentation 
of complex bioactive molecules often results in metabolites with supe-
rior biological effects [193]. Thus, in this perspective, it can be envis-
aged that the known health beneficial attributes (including the 
anti-cellular senescence effects) of dietary factors may be influenced 
by interactions/biotransformation within the gut microbiota itself. A 
recent study aptly demonstrates this fact wherein it was observed that 
the senolytic effects of dasatinib and quercetin are essentially mediated 
through reduced intestinal senescence, inflammation, and alteration of 
specific microbiota signatures in experimental aged mice [194]. Simi-
larly, we also observed that consumption of green tea EGCG attenuated 
cellular senescence in multiple tissues of aging mice which correlated 
with changes in the gut microbiome [118]. These studies suggest a vital 
role of the gut microbiome in impacting the anti-cellular senescence 
effects of putative geroprotectors in vivo and thus gut microbiota mod-
ulation needs to be considered as an important regulator of functional 
foods mediated anti-senescence interventions (Fig. 3). In addition, in-
teractions between the gut microbiota and dietary factors are also 
bidirectional wherein bioactive dietary ingredients such as polyphenols 
and probiotic bacteria can favourably modulate the structure and 
composition of the dysbiotic gut [195,196]. In fact, these observations 
have argued the development of novel phytomolecules-based second 
generation synbiotics that may also confer health beneficial effects 
during aging [197,198]. Thus, overall, it is reasonable to assert that 
nutritional factors and gut microbiota are mutually complementary 
which may beneficially affect human health and disease during aging. 

3.2.2. Immunomodulation and immunotherapy 
Bioactive nutritional ingredients are recognized for their immuno-

modulatory attributes and nutritional interventions are considered 
important tools in the adjunctive management of inflammatory disor-
ders [199,200]. Increasing evidence suggests that phytomolecules, 
probiotics, fatty acids, vitamins, and minerals can beneficially regulate 
the aging immune response and counter immunosenescence [201]. In 
particular, several preclinical studies have shown that dietary supple-
mentation of probiotic bacteria in aged experimental animals can 
augment cellular and humoral immune functions, alleviate 
inflamm-aging, and protect against infectious agents [202–207]. Simi-
larly, clinical trials have also demonstrated that dietary consumption of 
probiotic lactic acid bacteria by healthy elderly can combat immuno-
senescence as evident from improved NK cell tumoricidal activity, the 
enhanced phagocytic response of granulocytes, increased CD4 + T cell 
proliferation as well as prevention of respiratory infections [208–212]. 
Apart from probiotics, age-related immunomodulatory effects have also 
been observed for plant secondary metabolites such as polyphenols 
[197,213–218], minerals such as zinc [219,220], omega-3-fatty acids 
[221–223], and vitamins [224,225]. However, evidence implicating an 
attenuation of SC burden mediated by improved immune functions 
owing to the consumption of functional foods is yet speculative. Our 
recent study observed that chronic consumption of tea catechin EGCG in 
mice decreased SC in multiple tissues which correlated with increased 
expression of early T cell activation marker (CD69) and suppression of 
inflamm-aging [118]. In another study, we demonstrated that treatment 
of EGCG can ameliorate the development of premature cellular senes-
cence in murine macrophages exposed to secretory metabolites of se-
nescent preadipocytes [140]. These observations provide tantalizing 
clues that nutrition-mediated effects on cellular senescence and SC 
accumulation could be related to their immunomodulatory properties 
(Fig. 3). However, further research exploring the relationship between 
functional foods, immunity, and cellular senescence is essential to 
comprehend the extent and depth of nutritional immunomodulatory 

effects in aging and disease [226]. 

4. Diet, cellular senescence, and aging 

At present, calorie restriction (CR), defined as the reduction in 
average daily intake of calories without causing malnutrition, is 
considered the only reasonable effective model known to enhance 
longevity [227]. However, CR is not readily translatable to humans due 
to several factors, and thus alternate yet effective strategies are sought. 
In this regard, CR mimetics have been identified which are compounds 
that can provide health beneficial aspects of CR through the modulation 
of CR-related cellular pathways (such as mTOR and autophagy) but 
without following the stringent CR diet regimen [228]. Interestingly, 
several natural phytomolecules such as resveratrol, berberine, catechin, 
EGCG, quercetin, etc. have been recognized as potential CR mimetics 
indicating that dietary incorporation of sources of these bioactive 
compounds can favorably modulate the lifespan [228,229]. In the 
perspective of whole diets, a healthy diet plan should ideally protect 
against any malnutrition as well as the frequency and severity of 
non-communicable diseases such as diabetes, heart diseases, stroke, and 
cancer. Healthy aging diet plans such as Mediterranean diet, Okinawan 
diet, DASH diet, and Portfolio diet are characterized by high carbohy-
drate intake, low protein intake from sources such as vegetables, le-
gumes, fish, and a fat profile rich in omega-3-fatty acids but limited in 
saturated fatty acids [230]. A growing relationship between dietary 
carbohydrate to protein ratio and lifespan has been observed. A high 
carbohydrate and low protein ratio (̴ 10:1) diet can enhance the lifespan 
in a range of organisms [231,232], and in fact, this combination has 
been demonstrated to effectively recapitulate some of the health benefits 
of CR including systemic metabolic profile and brain aging [233,234]. 
Moreover, the sources of proteins and fats in the diet also determine the 
health beneficial merits of the diet. For instance, in a prospective cohort 
study, it was observed that proteins/fats derived from plant-based 
sources such as vegetables, nuts, peanut butter, and whole-grain 
bread, were associated with lower all-cause mortality in the elderly 
[235]. In addition, clinical trials have shown that a Mediterranean diet 
regimen can influence the markers of cellular senescence [236]. As an 
example, consumption of a Mediterranean diet for 4 weeks by healthy 
elderly reduced the numbers of human endothelial cells with higher 
intracellular ROS production, cellular apoptosis, and shortened telo-
meres [237]. Similarly, in a recent study, coronary heart disease patients 
fed with a Mediterranean diet demonstrated higher proliferation and 
angiogenesis, suppressed apoptosis, intracellular ROS production, and 
senescence in endothelial cells suggesting a better balance of vascular 
homeostasis in patients with coronary heart disease [238]. In addition, a 
positive correlation between consumption of the Mediterranean diet and 
cellular telomere length has been demonstrated in meta-analyses ob-
servations [239,240]. Taken together, it is reasonable to assert that a 
dietary regimen rich in high carbohydrates to protein ratio and diverse 
sources of proteins can mitigate different aspects of stress and cellular 
senescence ultimately improving the healthspan and lifespan akin to CR. 

5. Limitations and challenges of functional foods as viable 
modulators of cellular senescence 

As highlighted in this manuscript, there is a strong rational basis to 
assert that functional foods and potential nutraceuticals can modulate 
the various aspects of cellular senescence. However, it is also apparent 
that at present, the experimental evidence available to support these 
assertions is largely based on in vitro studies while few in vivo in-
vestigations are also available. On the other hand, except for pre-
liminary reports based on selected natural senolytics and sporadic 
observations on the consumption of the Mediterranean diet; there are 
virtually no clinical data that specifically and holistically test the health 
beneficial effects of functional foods during aging through the purview 
of cellular senescence and SASP. This is crucial since dietary components 
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as well as nutraceuticals have been documented to improve the markers 
of aging in humans, and yet the causal relationship linking their health 
beneficial effects with the process of cellular senescence remains to be 
conclusively elucidated. In addition, our knowledge regarding the 
mechanisms and impact of cellular senescence is still evolving and as 
novel molecular targets of cellular senescence are identified, exploration 
of nutraceuticals, food components, or medicinal plants as anti-cellular 
senescence agents would gradually become more desirable as also 
highlighted in this manuscript. However, there is a need for cautious 
interpretation of preliminary and exploratory studies, especially related 
to the in vitro evidence, for developing subsequent in vivo and clinical 
investigations since several complex and variable factors such as dose, 
bioavailability, and physiological relevance significantly impact the 
biological effects and observations of the test compound. As a case in 
point, plant polyphenols have been asserted with a variety of health 
beneficial effects in vitro, and yet there is ample ambiguity on their 
source, amount, and mode of delivery applicable for reaching a desired 
effect across the genetically varied human population groups [241,242]. 
Moreover, it is also pertinent to mention that functional foods and 
nutraceuticals should be considered as viable approaches to ‘delay’ or 
‘manage’ the deleterious effects of cellular senescence, and it may be 
unpragmatic or even undesirable (given the known essential role of SC 
in biological processes) to assert nutraceuticals with complete cellular 
senescence regressive properties. Taken together, it is rational to suggest 
that although there is enough evidence to explore diet as a modulator of 
cellular senescence (Fig. 4) but a cautious and critical approach is pru-
dent for meaningful clinical translation(s). 

6. Conclusions and future directions 

The research into the biology of aging is at an interesting juncture 
today wherein tangible molecular targets of cellular aging are being 
increasingly identified. A wealth of data demonstrates that 

accumulation of SC is a critical factor preceding aging and age-related 
disorders, and strategies aimed at the removal or the management of 
the deleterious SC phenotype are of considerable interest. However, our 
knowledge of cellular senescence and its impact on aging and disease is 
still evolving and incomplete. In particular, a more integrative under-
standing of cellular senescence vis-à-vis the immune system is required 
to decipher how SC communicate with the host immune cells. This is 
especially relevant since a recent study has shown that SC can develop 
autonomous immune evading features which enhance their persistence 
in tissues [243]. Similarly, how cellular senescence in the immune cells 
per se impacts their biological functions is only beginning to be under-
stood [244]. In addition, the relationship between age-related alter-
ations in the gut microbiome and cellular senescence is not fully 
understood. Novel gut metabolome-based high throughput strategies 
are suggested for functional annotation of the gut microbiome with 
cellular senescence [245]. Nutrition is the single most impactful 
non-genetic factor governing human health during aging. Given the 
emerging cellular senescence-centric paradigm of aging, nutritionists 
and biogerontologists must strive to assess the age modulatory aspects of 
nutraceuticals within the purview of cellular senescence and SASP. In 
this context, there is compelling evidence that nutritional factors can 
mitigate the different facets of cellular senescence, although more in-
formation on immunotherapy, senomorphics, and gut microbiota 
modulatory aspects of nutraceuticals is especially desired. These ave-
nues may ultimately help understand the mechanism(s) of nutraceut-
icals, and may also aid in the development of nutrition-oriented 
healthy-aging therapies. 
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Fig. 4. Potential biological effects of bioactive food components in alleviating the deleterious aspects of cellular senescence and augmentation of healthy aging.  
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S. Murillo-Cuesta, A. Rodríguez-Baeza, I. Varela-Nieto, J. Ruberte, M. Collado, 
M. Serrano, Programmed cell senescence during mammalian embryonic 
development, Cell 155 (5) (2013) 1104–1118. 

[36] J. Krishnamurthy, C. Torrice, M.R. Ramsey, G.I. Kovalev, K. Al-Regaiey, L. Su, N. 
E. Sharpless, Ink4a/Arf expression is a biomarker of aging, J. Clin. Invest. 114 (9) 
(2004) 1299–1307. 

[37] M.L. Idda, W.G. McClusky, V. Lodde, R. Munk, K. Abdelmohsen, M. Rossi, 
M. Gorospe, Survey of senescent cell markers with age in human tissues, Aging 
(Albany N. Y.) 12 (5) (2020) 4052–4066. 

[38] O. Karin, A. Agrawal, Z. Porat, V. Krizhanovsky, U. Alon, Senescent cell turnover 
slows with age providing an explanation for the Gompertz law, Nat. Commun. 10 
(1) (2019) 5495. 

[39] M.J. Yousefzadeh, J. Zhao, C. Bukata, E.A. Wade, S.J. McGowan, L.A. Angelini, 
M.P. Bank, A.U. Gurkar, C.A. McGuckian, M.F. Calubag, J.I. Kato, C.E. Burd, P. 
D. Robbins, L.J. Niedernhofer, Tissue specificity of senescent cell accumulation 
during physiologic and accelerated aging of mice, Aging Cell 19 (3) (2020), 
e13094. 

[40] S.R. Kim, K. Jiang, C.M. Ferguson, H. Tang, X. Chen, X. Zhu, L.J. Hickson, 
T. Tchkonia, J.L. Kirkland, L.O. Lerman, Transplanted senescent renal scattered 
tubular-like cells induce injury in the mouse kidney, Am. J. Physiol. Renal 
Physiol. 318 (5) (2020) F1167–F1176. 

[41] M. Xu, E.W. Bradley, M.M. Weivoda, S.M. Hwang, T. Pirtskhalava, T. Decklever, 
G.L. Curran, M. Ogrodnik, D. Jurk, K.O. Johnson, V. Lowe, T. Tchkonia, J. 
J. Westendorf, J.L. Kirkland, Transplanted senescent cells induce an 
osteoarthritis-like condition in mice, J. Gerontol. A Biol. Sci. Med. Sci. 72 (6) 
(2017) 780–785. 

[42] L. Prata, I.G. Ovsyannikova, T. Tchkonia, J.L. Kirkland, Senescent cell clearance 
by the immune system: emerging therapeutic opportunities, Semin. Immunol. 40 
(2018), 101275. 

[43] P. Song, J. An, M.-H. Zou, Immune clearance of senescent cells to combat ageing 
and chronic diseases, Cells 9 (3) (2020) 671. 

[44] Y. Ovadya, T. Landsberger, H. Leins, E. Vadai, H. Gal, A. Biran, R. Yosef, A. Sagiv, 
A. Agrawal, A. Shapira, J. Windheim, M. Tsoory, R. Schirmbeck, I. Amit, 
H. Geiger, V. Krizhanovsky, Impaired immune surveillance accelerates 
accumulation of senescent cells and aging, Nat. Commun. 9 (1) (2018) 5435. 

[45] M.J. Yousefzadeh, R.R. Flores, Y. Zhu, Z.C. Schmiechen, R.W. Brooks, C. 
E. Trussoni, Y. Cui, L. Angelini, K.A. Lee, S.J. McGowan, A.L. Burrack, D. Wang, 
Q. Dong, A. Lu, T. Sano, R.D. O’Kelly, C.A. McGuckian, J.I. Kato, M.P. Bank, E. 
A. Wade, S.P.S. Pillai, J. Klug, W.C. Ladiges, C.E. Burd, S.E. Lewis, N.F. LaRusso, 
N.V. Vo, Y. Wang, E.E. Kelley, J. Huard, I.M. Stromnes, P.D. Robbins, L. 
J. Niedernhofer, An aged immune system drives senescence and ageing of solid 
organs, Nature 594 (2021) 100–105. 

[46] T.V. Gladyshev, V.N. Gladyshev, A disease or not a disease? Aging as a pathology, 
Trends Mol. Med. 22 (12) (2016) 995–996. 

[47] S. Song, E.W.F. Lam, T. Tchkonia, J.L. Kirkland, Y. Sun, Senescent cells: emerging 
targets for human aging and age-related diseases, Trends Biochem. Sci. 45 (7) 
(2020) 578–592. 

[48] C. Aguayo-Mazzucato, J. Andle, T.B. Lee, A. Midha, L. Talemal, V. Chipashvili, 
J. Hollister-Lock, J. van Deursen, G. Weir, S. Bonner-Weir, Acceleration of β cell 
aging determines diabetes and senolysis improves disease outcomes, Cell Metab. 
30 (1) (2019) 129–142, e4. 

[49] H.H. Al-Khalaf, H. Ghebeh, R. Inass, A. Aboussekhra, Senescent breast luminal 
cells promote carcinogenesis through Interleukin-8-dependent activation of 
stromal fibroblasts, Mol. Cell. Biol. 39 (2) (2019) e00359–18. 

[50] B. Gustafson, A. Nerstedt, U. Smith, Reduced subcutaneous adipogenesis in 
human hypertrophic obesity is linked to senescent precursor cells, Nat. Commun. 
10 (1) (2019) 2757. 

[51] C.D. Wiley, A.N. Brumwell, S.S. Davis, J.R. Jackson, A. Valdovinos, C. Calhoun, 
F. Alimirah, C.A. Castellanos, R. Ruan, Y. Wei, H.A. Chapman, A. Ramanathan, 
J. Campisi, C. Jourdan Le Saux, Secretion of leukotrienes by senescent lung 
fibroblasts promotes pulmonary fibrosis, JCI Insight 4 (24) (2019). 

[52] B. Sis, A. Tasanarong, F. Khoshjou, F. Dadras, K. Solez, P.F. Halloran, Accelerated 
expression of senescence associated cell cycle inhibitor p16INK4A in kidneys with 
glomerular disease, Kidney Int. 71 (3) (2007) 218–226. 

[53] B.G. Childs, D.J. Baker, T. Wijshake, C.A. Conover, J. Campisi, J.M. van Deursen, 
Senescent intimal foam cells are deleterious at all stages of atherosclerosis, 
Science 354 (6311) (2016) 472–477. 

[54] K.J. Mylonas, E.D. O’Sullivan, D. Humphries, D.P. Baird, M.-H. Docherty, S. 
A. Neely, P.J. Krimpenfort, A. Melk, R. Schmitt, S. Ferreira-Gonzalez, S.J. Forbes, 
J. Hughes, D.A. Ferenbach, Cellular senescence inhibits renal regeneration after 
injury in mice, with senolytic treatment promoting repair, Sci. Transl. Med. 13 
(594) (2021) eabb0203. 

R. Sharma                                                                                                                                                                                                                                        

http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0005
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0005
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0010
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0010
https://publications.parliament.uk/pa/ld5801/ldselect/ldsctech/183/183.pdf
https://publications.parliament.uk/pa/ld5801/ldselect/ldsctech/183/183.pdf
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0020
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0020
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0025
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0025
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0025
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0030
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0030
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0035
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0035
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0035
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0035
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0040
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0040
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0045
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0045
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0045
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0050
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0050
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0050
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0055
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0055
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0055
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0060
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0060
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0060
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0065
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0065
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0070
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0075
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0075
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0075
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0080
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0080
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0080
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0085
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0085
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0090
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0090
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0095
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0095
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0095
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0100
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0100
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0100
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0105
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0105
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0105
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0105
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0110
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0110
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0115
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0115
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0120
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0120
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0120
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0125
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0125
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0125
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0130
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0130
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0130
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0130
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0135
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0135
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0140
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0140
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0140
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0140
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0145
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0145
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0145
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0150
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0150
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0150
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0155
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0155
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0160
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0160
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0165
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0165
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0170
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0170
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0170
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0170
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0175
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0175
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0175
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0175
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0180
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0180
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0180
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0185
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0185
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0185
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0190
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0190
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0190
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0195
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0195
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0195
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0195
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0195
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0200
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0200
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0200
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0200
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0205
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0205
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0205
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0205
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0205
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0210
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0210
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0210
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0215
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0215
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0220
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0220
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0220
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0220
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0225
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0225
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0225
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0225
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0225
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0225
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0225
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0230
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0230
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0235
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0235
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0235
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0240
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0240
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0240
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0240
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0245
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0245
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0245
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0250
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0250
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0250
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0255
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0255
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0255
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0255
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0260
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0260
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0260
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0265
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0265
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0265
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0270
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0270
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0270
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0270
http://refhub.elsevier.com/S2213-4344(21)00032-3/sbref0270


PharmaNutrition 18 (2021) 100281

9

[55] C. Limbad, T.R. Oron, F. Alimirah, A.R. Davalos, T.E. Tracy, L. Gan, P.Y. Desprez, 
J. Campisi, Astrocyte senescence promotes glutamate toxicity in cortical neurons, 
PLoS One 15 (1) (2020), e0227887. 

[56] T. Minamino, M. Orimo, I. Shimizu, T. Kunieda, M. Yokoyama, T. Ito, A. Nojima, 
A. Nabetani, Y. Oike, H. Matsubara, F. Ishikawa, I. Komuro, A crucial role for 
adipose tissue p53 in the regulation of insulin resistance, Nat. Med. 15 (9) (2009) 
1082–1087. 

[57] M. Ogrodnik, S. Miwa, T. Tchkonia, D. Tiniakos, C.L. Wilson, A. Lahat, C.P. Day, 
A. Burt, A. Palmer, Q.M. Anstee, S.N. Grellscheid, J.H.J. Hoeijmakers, 
S. Barnhoorn, D.A. Mann, T.G. Bird, W.P. Vermeij, J.L. Kirkland, J.F. Passos, 
T. von Zglinicki, D. Jurk, Cellular senescence drives age-dependent hepatic 
steatosis, Nat. Commun. 8 (1) (2017) 15691. 
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C. Franceschi, M.J. Lehtinen, T. Recker, S. Salvioli, F. Visioli, Health relevance of 
the modification of low grade inflammation in ageing (inflammageing) and the 
role of nutrition, Ageing Res. Rev. 40 (2017) 95–119. 

[84] A. Kaur, S. Macip, C.M. Stover, An appraisal on the value of using nutraceutical 
based senolytics and senostatics in aging, Front. Cell Dev. Biol. 8 (2020), 218-218. 

[85] P.M. Abruzzo, S. Canaider, V. Pizzuti, L. Pampanella, R. Casadei, F. Facchin, 
C. Ventura, Herb-derived products: natural tools to delay and counteract stem cell 
senescence, Stem Cells Int. 2020 (2020), 8827038. 

[86] K. Chen, W. Shen, Z. Zhang, F. Xiong, Q. Ouyang, C. Luo, Age-dependent decline 
in stress response capacity revealed by proteins dynamics analysis, Sci. Rep. 10 
(1) (2020) 15211. 

[87] D. Gorni, A. Finco, Oxidative stress in elderly population: a prevention screening 
study, Aging Med. 3 (3) (2020) 205–213. 

[88] X.J. Lian, I.E. Gallouzi, Oxidative stress increases the number of stress granules in 
senescent cells and triggers a rapid decrease in p21waf1/cip1 translation, J. Biol. 
Chem. 284 (13) (2009) 8877–8887. 

[89] J.R. Baker, P.S. Fenwick, L.E. Donnelly, S.M. Cloonan, P.J. Barnes, Oxidative 
stress drives cellular senescence and iron uptake in airway epithelial cells, ERJ 
Open Res. 6 (Suppl. 5) (2020) 18. 

[90] Y. Zhang, A. Unnikrishnan, S.S. Deepa, Y. Liu, Y. Li, Y. Ikeno, D. Sosnowska, 
H. Van Remmen, A. Richardson, A new role for oxidative stress in aging: the 
accelerated aging phenotype in Sod1− /− mice is correlated to increased cellular 
senescence, Redox Biol. 11 (2017) 30–37. 

[91] M. Micallef, L. Lexis, P. Lewandowski, Red wine consumption increases 
antioxidant status and decreases oxidative stress in the circulation of both young 
and old humans, Nutr. J. 6 (1) (2007) 27. 

[92] W.G. Roberts, M.H. Gordon, A.F. Walker, Effects of enhanced consumption of 
fruit and vegetables on plasma antioxidant status and oxidative resistance of LDL 
in smokers supplemented with fish oil, Eur. J. Clin. Nutr. 57 (10) (2003) 
1303–1310. 
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[161] J. Camacho-Pereira, M.G. Tarragó, C.C.S. Chini, V. Nin, C. Escande, G.M. Warner, 
A.S. Puranik, R.A. Schoon, J.M. Reid, A. Galina, E.N. Chini, CD38 dictates age- 
related NAD decline and mitochondrial dysfunction through an SIRT3-dependent 
mechanism, Cell Metab. 23 (6) (2016) 1127–1139. 

[162] J.J. Jeong, K.A. Kim, S.E. Jang, J.Y. Woo, M.J. Han, D.H. Kim, Orally 
administrated Lactobacillus pentosus var. plantarum C29 ameliorates age- 
dependent colitis by inhibiting the nuclear factor-kappa B signaling pathway via 
the regulation of lipopolysaccharide production by gut microbiota, PLoS One 10 
(2) (2015), e0116533. 

[163] C. Xia, X. Cao, L. Cui, H. Liu, S. Wang, T. Chen, Anti-aging effect of the 
combination of Bifidobacterium longum and B. animalis in a d-galactose-treated 
mice, J. Funct. Foods 69 (2020), 103938. 

[164] L. Bonfili, V. Cecarini, M. Cuccioloni, M. Angeletti, S. Berardi, S. Scarpona, 
G. Rossi, A.M. Eleuteri, SLAB51 probiotic formulation activates SIRT1 pathway 
promoting antioxidant and neuroprotective effects in an AD mouse model, Mol. 
Neurobiol. 55 (10) (2018) 7987–8000. 

[165] S.V. Olesen, N. Rajabi, B. Svensson, C.A. Olsen, A.S. Madsen, An NAD(+)- 
dependent sirtuin depropionylase and deacetylase (Sir2La) from the probiotic 
bacterium Lactobacillus acidophilus NCFM, Biochemistry 57 (26) (2018) 
3903–3915. 

[166] M.D. Knutson, C. Leeuwenburgh, Resveratrol and novel potent activators of 
SIRT1: effects on aging and age-related diseases, Nutr. Rev. 66 (10) (2008) 
591–596. 

[167] L.-G. Xiong, Y.-J. Chen, J.-W. Tong, Y.-S. Gong, J.-A. Huang, Z.-H. Liu, 
Epigallocatechin-3-gallate promotes healthy lifespan through mitohormesis 
during early-to-mid adulthood in Caenorhabditis elegans, Redox Biol. 14 (2018) 
305–315. 

[168] X. Zhu, H. Yue, X. Guo, J. Yang, J. Liu, J. Liu, R. Wang, W. Zhu, The 
preconditioning of berberine suppresses hydrogen peroxide-induced premature 
senescence via regulation of sirtuin 1, Oxid. Med. Cell. Longev. 2017 (2017), 
2391820. 

[169] Y. Yu, Y. Zhao, F. Teng, J. Li, Y. Guan, J. Xu, X. Lv, F. Guan, M. Zhang, L. Chen, 
Berberine improves cognitive deficiency and muscular dysfunction via activation 
of the AMPK/SIRT1/PGC-1a pathway in skeletal muscle from naturally aging rats, 
J. Nutr. Health Aging 22 (6) (2018) 710–717. 

[170] Y. Sun, X. Hu, G. Hu, C. Xu, H. Jiang, Curcumin attenuates hydrogen peroxide- 
induced premature senescence via the activation of SIRT1 in human umbilical 
vein endothelial cells, Biol. Pharm. Bull. 38 (8) (2015) 1134–1141. 

[171] R. Grant, Resveratrol increases intracellular NAD+ levels through up regulation 
of the NAD+ synthetic enzyme nicotinamide mononucleotide 
adenylyltransferase, Nat. Preced. (2010), https://doi.org/10.1038/ 
npre.2010.4421.1. 

[172] A. Catic, Cellular metabolism and aging, in: M.A. Ottinger (Ed.), Progress in 
Molecular Biology and Translational Science, Academic Press, 2018, pp. 85–107. 

[173] S. Westfall, N. Lomis, S. Prakash, Longevity extension in Drosophila through gut- 
brain communication, Sci. Rep. 8 (1) (2018) 8362. 
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functions in mature and old mice after 15 and 30 weeks of diet supplementation 
with polyphenol-rich biscuits, Eur. J. Nutr. 50 (7) (2011) 563–573. 

[217] C. Alvarado, P. Alvarez, M. Puerto, N. Gausserès, L. Jiménez, M. De la Fuente, 
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Bou, I. De Vivo, Y. Gao, Y. Gu, J. Meinilä, C. Milte, S. García-Calzón, A. Marti, 
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